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Fig. 1 Schematic map indicating the target region of SSU rRNA gene and primer locations
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Fig. 3 AMTF colonization rate of Zoysia japonica ‘Lanyin
No. 3’ root in four studied sport fields
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Fig.4 AMF spore density in the substrate of turf-bed in
four studied sport fields
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Table 2 AMF community diversity indices of root and soil from four sport fields
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