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Fig. 1 Agarose electrophoresis results of CYP3A25 PCR product
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Fig. 2 Construction of cytochrome b gene phylogenetic tree

based on Bayesian model MrBayes
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Table 2 The difference degree of DNA sequence (lower triangle) and amino acid sequence (upper triangle) in CYP3A25 gene

coding region of plateau zokors, plateau pikas,7 species of rodents and Homo sapiens in this study

Specie MM PMB NG MF MC AN MG HS (0]@ EB
MM 0.172 0.244 0.162 0. 040 0.087 0.165 0.329 0.383 0.236
PMB 0.128 0.252 0.126 0.189 0.174 0.148 0. 350 0.414 0.236
NG 0.197 0.186 0.257 0.257 0.238 0.265 0.335 0.350 0.167
MF 0.129 0.099 0.200 0. 160 0.167 0.069 0.327 0.380 0.246
MC 0.030 0.131 0.203 0.130 0.101 0.167 0. 341 0.401 0.244
AN 0.073 0.120 0.197 0.134 0.075 0.177 0.341 0.386 0.220
MG 0.134 0. 100 0.203 0.061 0.132 0.135 0.338 0.395 0.249
HS 0.275 0. 267 0. 269 0. 267 0.272 0.277 0.268 0.249 0.347
(0]@ 0.312 0. 305 0. 288 0.316 0. 316 0.310 0.314 0.213 0. 365
EB 0.210 0.199 0.130 0.213 0.215 0.210 0. 207 0.273 0.304
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Figure 3 Distribution of CYP3A25 amino acid sequence variation sites in plateau zokors, plateau pikas,

7 rodent species and Homo sapiens
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Fig.4 Three—dimensional model of CYP3A25 protein conformation in mouse, plateau pikas, and plateau zokor
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Molecular characterization and functional analysis
of CYP3A2 gene in plateau zokor and plateau pika

TAN Yu-chen', WANG Chun-lin®, WANG Jing’, YAO Bao-hui',

SHI Shang-li',SU Jun-hu'
(1. College of Grassland Science , Gansu Agricultural University ,Key Laboratory for Grassland Ecosystem , Minis-

try of Education, Grassland Engineering Laboratory of Gansu Province ,Sino-U. S. Centers for Grazing
Land Ecosystem Sustainability, Lanzhou 730070, China;2. Lanzhou Vocational and Technical
College , Lanzhou 730020, China)

Abstract: [ Objective] This study aimed toinvestigate the molecular structure and spatial conformation of the
CYP3A25 gene in plateau zokor (Eospalax baileyi) and plateau pikas (Ochotona curzoniae). [Method] Nucleotide
sequences of the CYP3A25 gene exons were detectedin both species and, and amino acid sequences and protein spa-
tial conformations were analyzed in comparison with seven other rodent species. [Result] PCR successfully ampli-
fiedthe CDS region of the 1 307 bp-long CYP3A25 genefor bothzokors and pikas, revealingdifferences in gene se-
quence and protein spatial conformation. A phylogenetic tree was constructed, demonstrating that the plateau zokor
and the blind mole( Nannospalax galili) were closely related , while the plateau pika was more comparable to humans
(Homo sapiens). Analysis of CYP3A25 gene variation revealedthree amino acid mutations in plateau zokor and pla-
teau pika, resulting in changes to protein spatial conformation compared to Mus. [ Conclusion] This study identifies-
significant sequence differences in the CYP3AZ5 gene among different species, impacting the spatial conformation of
proteins. These findings suggestimportant variations in molecular characteristics and potential detoxification metabo-
lism across species, providing insights into genetic differences in detoxification pathways.

Key words: plateau zokor; adaptability difference; CYP3AZ25 gene; amino acid sequence; protein spatial confor-
mation.
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